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« A Simple Protein Histidine Kinase Activity Assay for High-throughput Inhibitor Screening [2022]

» Metagenomic characterization of bacterial community and antibiotic resistance genes found in the
mass transit system in Seoul, South Korea [2022]

« Pharmacological perturbation of thiamine metabolism in Pseudomonas aeruginosa reveals an array of
chemical-chemical interactions [2022]

« COVID-19 drug practices risk antimicrobial resistance evolution [2021]

« A global metagenomic map of urban microbiomes and antimicrobial resistance [2021]

« Annotating unknown species of urban microorganisms on a global scale unveils novel functional
diversity and local environment association [2021]

« Repurposing Eltrombopag for Multidrug Resistant Staphylococcus aureus Infections [2021]

« Discovery of 4-hydroxy-2-oxo-1,2-dihydroquinolines as potential inhibitors of Streptococcus
pneumoniae, including drug-resistant strains [2020]

» The ThiL enzyme is a valid antibacterial target essential for both thiamine biosynthesis and salvage
pathways in Pseudomonas aeruginosa [2020] - 2| 1774
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